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FAr . BRRRALIL HAER

® it LIRS (FAERIRY) , BEFHEE L (BEXS , 4 TMESEL
G (AL RIE R , ERAHE LS (RS RFEEERD

® 2024-08-01 JF4fi, HARMRIIRHE R R A AR EH S LB (RS , FfhZ
JR A K IR . R BB R H R S0, EERME LRI (4
WSR2t AR L AR S (2 et 245t .

® 2016-03-01 % 2024-07-31, BTERCRFEER. LA CEYPEeft) o oitAg
T CEYEE. BEREES | HLEAESIN, EMEERERATZAST R, U5 THEW¥
FMEFAE QD) , JTHREEWSHEREFL (1ED) ) RE PR AR S B E S50
FAMEEAE (2 BEAE2025 FEEFARZ DR FE) , T REAHRILFFHLEMB R R TTA
ITRABRSOH AN R KR TN TR E S ANREERE . 77 B B BRI B XU 2%,
REEC M Eb L5 AE SN, SREMEELERI TIES 5 S SIH, mMyERIKEE
P A% Jui B VR 2B TR s S0 E PL RS ILVROW SRR SEE0 = PL, a7 IR R i fe e
WL 0 2 A SO0 B RN T AR A B KRS 7 F 90 F AU S B0 =PI, URYINE SRR s TF R 4 PL
HRGHELE VU NS B SEI PR 5, VLR RAEMEFE SRR EPARERS T Q5]
FAE SRR .

® 2004-05-01 % 2017-02-28 HPE K7 et fh 2 REIWT T A . WFHE AMAMIE PL. Sfiedl
R FE R 21 2 R IR A Aoy . e O AT AT 7T 51, 8 ENCODE B A R B3
2017-3-1 & 2019-2-28 NHEE K22 - Pi it 45 2% 22 Weissman 3256 = Wi[A] (Consultant)

ENCODE %], T4MEmHE . EESHE, KHEPHGE. HERESGRMN R AR TELRE
mRE T H L B R G AN BRI RS 7L . B 2 HoRBIHT, 72 [ B 540 i
BAR B F AT A 2 — RS BRI RE S0 .

FERARCIFTHE: KAMAIET 10 RIHZHEAR I RAMBAHFZREA, O BHER
FAR G 57 NFET MDA JR BRI & )5 DNA AR FAY 3% (WGA) #4674 REPLIg; HJ5
VE T E R W N B B2 4= B R A 4 3G A0 2 3T 5O WPA (PNAS 2008)  HLATE 41 RNA il
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¥ 2 FEOR SMA A PMA (PNAS 2013a)  FLAH g B R AH RN S A 3L P42 R (Sei Rep 2014)
AL it i b K B I 52 F AR SCT-pqPCR (PNAS 2013b) + AN E VA R £ 5% 4k 116 B 40 i H 364k
FiR scCGl-seq (NAR 2017)  AI & 1Y 8 & B 40 i A QSR H 540 /77 45K msRRBS (NAR
2023) | AIYRER)Z E AN DNA $8 DUEGI FPE0R msCNVS (JAR 202520  H41/i RNA A
R BRI BE AR (Adv Sci 2021) « HZNAIXE 2 #4 5 7 H AR NAMUL-seq (JAR 2025b)
%o Hd: B PMA BIARRERE UM SN PR = KREH A F (T PCR, ET44h
g, MET MDA —FHREMEIAR; AN DNA-RNA M P AR H i AT TR R4 2
HEEHOR (Single cell multiomics) FRAIH I iR RIE, i WU REE- 18 3% K07
B o XEAPHHAR, MR, B, ROWA. ki, A% ZRESNTFEARYEE, Xt
FAZH 0 2H 2 AU R FR AN D R T L HE SR, AR AR B R R PR A 2 M
Foc U A ) A o e 3 BT R R msCNVS 2 msRRBS 7 B4 i 43 A E I PR 38 % 2 A st
L pyar i v (8 S A 54 EH

FEERNRF AR R T : 3 B2 B S MR AR AU MR A e . ik AN
RAYIbRL, TGN AT 8, MR TN, R E AR BEMEES, B 2MER
L B S, RBL T 5 T AN . FERFR I SRR R NART, IR T R A4 A
A FHUE R, ZOURIABENAME. W, Er G gi-FaHEH 25, HEE00H
(R A AR TR TS - 2m R AiE b iR FH A 78 (2300 Cell 2014 1 Nature 2015;
Oncogene 2016 JFl IO o EHEETENAFEBIRE T4 B (Adv Sci2021) & R
(Nature Comm 2020) . fifif#% (Nature Comm 2023) . Ri%If#JE (Mol Cancer 2020) . & ifi -4
Jfl HSPC (Cell Dis 2021; NAR2017) . [E]78)ii+40/fl MSC (Stem Cells 2021) . £L & H4Hf
(PNAS 20200 . HIfiii AML (JAR 2025a) 40 (JAR 2025b) , {EJ5 ENCODE BXH i,
%N 7 ENCODE 1 H )% PsycoENCODE Tji H (Nature 2020a, 2020b, 2022) 2,

BEFUoBE: AP HoR, FEEHY:, Hdy, WAy, Z4EHY, EMEEY,
FlEAY, didricEl, WAy, SORAE, NTREAE, MRAy:, REAY: PiER R
(SNV) , Gefifids DI (CNV) , Qefafiumbid B, DNA FEEAL, Guta)iinl St g
StE, OB, BOEOAEE, EMIbRG, BIT R, RSHEERST: B (AML, ALL, MDS
&), g, e, WORIYE, WoE, e RE, AR Mo, G4, 405
T, gEfORTEEYE, KERE, HEmiE, A, o, KE, =E, BITMWRA, BAE, g4
EMEREE, i BRI EITRRIN, RARTIRIGEAARI, 21 ZAREREAE, FRATIZH JE
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M dif, GREm, WS

HETEER AT P2 A BRI S ATIRBERIBIR ALY PR e, REL.
BEAEANAIbRS . TAMAISRAS T MR B - BE H AT A SRR 1R 20 i 0 3 1% AR 0
LTI F AR BT AN 4 . Innovation in Single-Cell Multi-Omics Technologies and Al-Enabled
Disease Omics; Tumor Heterogeneity, Microenvironment, Evolution, and Biomarkers; Stem Cells and
Organoids Based Study of Development, Aging, and Regeneration; Technological Innovation and

Application in Genetic and Epigenetic Measurement for Single-Cell and Small-Population Cells.

. N .

FEL I, ORCID:  https://orcid.org/0000-0002-7421-8155 ;& GoogleScholars:
https://scholar.google.com/citations?user=64M5V5wAAAAJ&hl=zh-CN. 1R#& Google Scholar (£33
FAR25-12-3D) fFRG: WRRPIOCERREIL 170 K, WICEFEIER T IF>1000, #5]
JH1 10565 I, H-index 44, il0-index 74. JHZE—{EHA@INEHR (FIFAD B 90 L.

R R R LA E: Nature Communication 4 5 (2 FIEHAEE, IF17.7) . Nucleic
Acids Research 3 5 (3JIEIAEHE, 1F19.1) . PNAS 7 j4 (5 M —{ESUHEIRESR, IF 12.8) | Cell
Discovery 1 f5 CGEINE#, IF 38.1) . Adv Science 3 hi (2 miiBilE#&, IF 17.5) . J Adv
Research 2 5 (¥ IHAE#E, IF 13) . Cancer Research 2 ks (1 f5iBiH/E#H, IF 13.3) . GPB 1 §5

GEWMEE, IF7.9,2023 4F 11.5) . Oncogene 1 i (1 FIEWHAIEE, IF9.87) . Cell Mol Life Sci
35 (EIEHR,IF 9.2, 2022 4001 5 473 IF 10.8) . Mol Ther Nucleic Acids 2 % (3%
WIAER, IF 10.18) 58 534215 Nature 4 5 (IF 64.8, JLrb 2 0 NSRRI 245 11 R [ bR
E1EWiH ENCODE B . 1 F1EN PsychENCODE BEE % 1) , Stem Cell Reports 3 fi

(IF7.3) J Cell (IF 64.5) . Cell Res (IF 44) . Dev Cell (IF 13.4) . Mol Cancer (IF 41.4)
EE NN

REBEFAEE§H, HAE L= (F) & F% 1 FHHECH T Fi<Introduction to Single Cell
Omics> M AH M [f] Frontiers Research topic on <Single Cell Omics>#if34= Bk &% (total views) 38 Jj
AR TE 6 TR, HAMSE L2 2 #H&mE 1 &, P2y T30k RER EmIFARE
FRWEML P> — BRI, WIYEET R T g E SOR IR M <=0 T AE > 2 ]
B, EANFTRRPAEE 101 THRIZOEM <=7y Tt y>2 2 &, HALEEE 1 &,
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RIFERFERA 15 T, Ho 5 TRBEALR=RAR, Hb 3 BIEREp ERDFE G
KN, WSS, FERETTIMNAD , TSR E R moRBoR ol 2 K. Bl
R RER 7 00 CGE—KWPIN) , Hdh e A 4 T,

[l E 8 kRSP EERMEHES 10 B, GHFEE AR . BEMEADE . T7RE
GRS R TR AR S R R YIS SIS SR IUE . TR SR AL B —
FIREA TN T HREAR L HBMZ T FEERE RFIAE S0 T 2 51 NIH [ 5 5U0R 8 A
DiH . BN T2 E S i H, 2 EREGE XA D E 37 64 PL HF484F NIH = S5 H
(SPORE) TR TT AN (PD & R21 H AT (PD o MHRE KT U6 2 7 LR R )
[A], 4HAE NSRRI A THR] DNA s B R bR & 1E 5T H/ENCODE # R Bk bt (& 1k
W3 Nature 2 f ) AU il 2 R 20 % B Fb 4 5 [ BR & 1 51 H /PsychENCODE BX it (S &Rk
I Nature 1 5D o 2025 FFDRIRAM 754 2 O, BHG EFRRT TR A E FDCT 244 1 0T, K
BIKHE4 100 20 FDCT &AW ETH 1 T,

BHEER:

19854F A 19884 AL 55 — ZE R K5 (20044F 4 9T 77 BERER ) 70 il SRAG IR 2 5 L S A A
B 25T 2240, 1984-1985EAE B T EEBide 552 ) o 19934 kT8 HOR 4 an Bl 2 22 B A 2 &R
PAFB A 2, AR ZEMIBE L A PRI R o 19934 22 19944F T~ b 3 WA 1 o B2 v 6] 125 2
BEEBE O B e/ Mgt e pir) N LS5, AT RE L. 19974 219994 T HR &K
SPE AR NIRRT ST 9T, T AT Sherman M. WeissmanPi +-. Hi[a)5G 5 ZE L BT R AW
FR WP AR RA K K Ludeig FEdERF 7o, SR EARAESEIR = (SCHL) 5 S A&,

1997/10-1999/12  HR& K= ittt R LJ5; FU: Sherman M. Weissman (32 [E £} 5
Bifet) .

1993/04-1994/12  H [ = 2} 2 e S WA 2 2 5 b 89 2 e/ e Bt 0 P 1 b g 2 Fl K B
i EM )R, B RE (PEBERR LD .

1989/09-1993/07 & H KA dw B 5 77 B A% 7 5 A% AR AR S i A% A0 5 i s o i

FIW: REMCPERER R, SR ERERT M B ) AN BB .

1985/09-1988/07 P J7 EERI RS JEAHEE 2% Bk it

1980/09-1985/07 T EERERY: ImREE Bt TR .
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THEL:

19944E 1997 SR T~ B 58 R K%, ARRIZERAHE F A I (FE N B ITEES 5 77
A28 , NARVEFM L A R A AR (TR SRR | REEEME Y CHA
BHERRE M ST IE R UHR) HiEFE. 20004E520044E, BERTEE ST FE AR (MSD ,
{TAF 5T 1 (Research Scientist) FIH§ 3 4T (Enzymology Leader) , T & il DNA 4 FE A
MY WEHOR, G R4k ZLA1HT & e 3K E A Rl B A 5 BGHOR TN i o 20044E 220174,
IRTERE R v &, el BAERIDE A, BF9E A gl i se e = 7 5g AT E PLL - JF DT H
W 9T 53 07 2GR T 0 & B R R 20 o BB & RS A e O o R R SR v 0, 5
AR K220 o TR 220 (Yale Boyer Center for Molecular Medicine) fi§ 2, =2 M HEF,
A 55 72 05 W) o AL 5102 4. 20174E3020244F, stERF T MR T ERKSE, T HEEE.
V5 0 T N E TAEMAE R RN, A STRE, 2o BERAERRE,
J1812017-2019F4EATHR & B2~ B 18t 4% 5% R ] (Consultant) o

2024/08-% 4 BIRHR P B ARG e IR A B o o 8%, e 24 i s [ X
MSEEE . RBE A R RV RN D RSB B S A M
(Zj L, 4%t .

2017/03-2024/07 M AFERIRZEHEZ. WA, KRS EANES ST EMEHAE
FAE TREEYS RS (O R TARAE BRS8N E s EE AR AR AT
IR BRI AW S R SR ST RIAEA R R ST A

2004/05-2017/02  ZEFEHEE R L REIFTFRA(ARS,  HEEE KRB G S TN
fiff T 2 (Research Scientist,  HHHFE REEREHKATAF), SLAHHEIN T 9258 % 04T 0 52 AR H 5 R i
5L (P); FONHRE HFE R A oty BREiE O . BRSOy, 3 L (Boyer Center)4) 1
e SR H AR

2000/01-2004/04 3£ 4317 & A F](Molecular Staging Inc. ) 73 51 (RS) G EAT
(Enzymology Director).

1994/12-1997/09 g R KRS, ERSEMES . MM EY) =R # 4% (Associate Prof)),
WA W, AR R .

SEARA GAIA AR 5% -
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AT 4 E PR B I L R MR B AEMIE bR A 0, A EA A SR BT 5y
&0 Q) , TEIEDSMERE TR R a0, kR R4 R e 5 A
WMERZE " ImEZR, WIEREERFESKEEAARRAREZR, | RAEENEZR AR
QJE) , "REEZEMLAEFHRIR QW) , | REERMEE N A AR 2
QIREI AL 5, AE WAL SU AT KRR LA SCVP S T 5, A ALY 101 1f
Ktz LBR (T SAEEE) HERRR.

ARSI AR IRER + DU 2 A g NS, T PN AR KA (R M T B A BB ) o Bl =
JMT RO AN 2R LR EE R 2K, N R BRI S EME A L KR R aR N,
LPEE AN B S BIEH, Bl CBJR) » L&A UL R R EER R,
KER T ERER S RN 22K SRR R TR BHrEER. 2Kk, ZEs
T HEXER QB .

AARER:

BRIV A S A (AR = IRANA, FPESIHED . BN 115512 4EF R K
CHUM MR Beds S B o, RiESI8E) , JTNT s ERANS, KESRBESMENA (01) M
AT (EBla) , HPr#ARAL Vebleosxt:, wRHRFRE oot 3£ ECastUSAHLAN A K]
H 2B 4 (Single Cell Genomics Pioneer Award ) o 1 3K £3 [H P $T e B B 2% & 3 (UICC
scholarship) , EEARIESLLN = 2235 % (CSHL Scholarship) , 32 [E /i £ 55 3 K 4H 2= 1) 51 4%
(PolyGenomics fellowship) o F4F 85845 BN R INE 2 E R B P =352, i E Rk
W S B FEAR DR 2 A S R 2, E K BE HFEE R, L E R IR A 5 R B H BT
% % ( the Prestigious Editorial Board Member of the Journal of Single Cell Genomics and
Proteomics) o £ JGRTFSMIBICE. IMFHEINE. W5, 2 x5 IR ERHL = 10
75 DR A LB A T A

FERFAAA T

Wit MLRETCE 30 24 G L 11 ), BRI 20 24 (ZAMME
HEE. E(E. KRS L ARME GRESID 20 24 EEA THEMINARS . IR
VAT EAE AR S 80-100 240 (ZEAL 5540 TR 41 . JETHEE S . K120 2 1
) FERTERICS SRR R8I 10000 4. £ 2025 4E 12 A, BERE+JE R 5 4



7% B 1, PanXinghua@must.edu.mo,Tel: 188-1678-9611 B 853-66892742(#1]), {5 ID: PanVictory

GREGI LR 2 00, ARG L1, FHEe 10, ANHEFEEE 10, REEH
ONEILA LR 14D, Hh 3 44 i Ae 30 /BI /BT 7T 51055, 1 A E SR BoR A #
BREM, 1 AEREK; S LR 2 4.

WENVE:

fH1F: Precision Clinical Medicine (480K Hi A OUP tHACRAT, DGR Ril7p, 2023
oMK 1 IF=5.3) BUUGEIF 4. #H7 N3 Monocytomics B4 E] 34w 35 Single Cell Biology [
45+ 4%, Frontiers Cell Biology: Introduction to Single Cell Omics (Research Topic)% @l £ 4%,
E A=W 5 0 Ty ok S LT RS 23 (B 4H 5 B %, Journal of Biological
Methods(JBM, AT 15ERE) Wz,

SEAHAT 22 58 [ B Al b (5 [F N 2 R0 R R 0P, 0. JEE PR 2 MRC 246 A
e B G o SR N AR s B EIRT [ 2 A& 2 2030 R (DU KIS ) 3 SRR THRIPEH L 5K
= T G S RN BE A A i 2H A T AR A R R 5 o R e ORI H S R T

P HBAEPEE . SEREIRIE . ZFe ) L5 EFRAREER RSP, IR EE R

H RS =P K2 ANETHIHH R LKW R T MR LI BRI, BT, BUMI.
il R, BRI AXWMENA . AT BEATH . WIR SR H S0P L5

AT 10 £E2R 56 Ja HATHF N ANE 30 R SCI A E I BANFFEITH L5, H1: Nature F51.
Frontiers %%, BMC #7%1. BBA %#7%1%%, fiffi: Nature Communication, Nature Protocols,
Molecular Psychiatry, Nuclear Acids Research, Genome Biology, Genome Research, Genome Medicine,
Genes, Aging Cell, Bone Research, Molecular Cancer, Scientific Data, Science Reports, BBA Reviews
on Cancer, Cancer Biology & Medicine, Protein and Cell, Genomics Proteomics and Bioinformatics,
BMC Genomics, BMC Biotechnology, BMC Medical Genetics, Frontiers in Cell and Developmental
Biology, Frontiers in Genetics, Frontiers in Bioengineering and Biotechnology, Computational and
Structural Biotechnology Journal, Cell and Development Biology, Biology of Reproduction, Molecular
Ecology Resource, Journal of Clinical Genomics, Cell Biology and Medicine, Giga Science, Cancer
Drug, Cancer Communication, Clinical and Translation Medicine, Science in China Life Sciences (!
E Bl Rl A, J9ECHR) |, Journal of Genetics and Genomics (igtf&5fk, ECHR) ) , Hereditas
(Beijing) (%, 5<3Ch0) , Science Bulletin CRF# il R, $E3Ch) , Zoological Research  (F)4)%
WE7%, JE3CHR) ,Chinese Journal of Cell Biology (HE4HMIA 2% 4<E) |, Acta Academiae
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Medicinae Sinicae (H[E[RZERIZEFTZERD , FRF RS (RERD , INCC (J National Cancer
Center), Oncology Reports, Drug Discovery, Genome,Cancers (Advisory panel),%5 .

AR E K H AN S T AE AT KOl A AR SO BT VP TR (2 IRIEAE L
RS PIRFFERFH LR CEHFZ SO ZUIERTERRE. BERE GRYIITED |
iR JUMBERER T TTARERIR S BB R AR M X I A J5 e S B R A
EEBEAIR. BHERE WNLRSE ., MEER RS2 E 2 PR s PR VP L 5

VT 10 AR AE LMl K 23 FRF B RN R R ARG L1500k, SN2 2R 80 3 ¢ [ bRl K
SR E35502 k. HAPREENE:

20204F 12 H B Y 4: b1 b 2 < A0 3 SR In> 1 B0 A0, CiTh %475 104,
HIUT £AX5000-10000 A 7% -

RACTFARAT< Jm [ s S0 g % 2 [R] 4 22 K 25> (TICSSO-1) LR FEE, 2022410 H %470 8
Jm 4k EEFRISEE, WrAR10 5 AR 20234E4 A 15 HTE) I B3 [ PR 2 30h 28 28 R 28 B 250
TICSSO-1, & TZ 320002 N, 2 EZ oW AS477 NIk, s LHHAE R 4% E
200 2 o7 5724 R 1] s 400 28 2% IR F, % WO B 3RAR T S SO AR ARG JS , 24/INE P 3 B
702 i No 202453 28 H-4 H 1 HERIIDEH =4 E Pra il 025 /pTICSSO-2,4 B2 R N2k
ESWIR, TS aE20002 N, & ES2WA1002 5 AR, 1002 6. 202543 H29H-
31HAE BT R 2 W 02 IFTICSSO-3 K4, LA F (A (A ar SRy £, TFile
Wiz, REME. 2. KE. 22, S NTER. B SRAEE, & LT
o6l EE ., 100205 KRB IH S 5FARLM, 2 FEMAE2553 N . BER20264F-F
FEAL I ZEIPTICSSO-4 K20 FIR K= 3RAFH P #1002 Fi A4 iR 18

E R ERFER DSR2 K. BESEFMERET LR, 2RSS 5HLAHLERREM
PGS -

FHI A 3R FPNAS Journal Club (& [ERHF Pk R (R 5RH62013) | & EEH T2 5 4AWH
A ¥ 18 GEN ( Genetic Engineering & Biotechnology News, 2015) . & 9% [ £ K ¥ (TechNet, Efl

www.technologynetworks.com,2018) 5% [ >R AIHiRIE .
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1.Cai R1,2, Chen X2, Zhang H2, Pan X*3,4, Liang C*1, Zhu H*2. Integrated Single-Cell
Transcriptomics and Functional Validation Identify IRF7 as a Critical Driver of Maladaptive SMC
Phenotype Switching in Atherosclerosis. Precision Clinical Medicine (accepted) IHzI/E#&

2.HuJ, Zhang B, Chen J, Huang G, Zhao M, Zhou H, Yang F, Liu K, Zheng S, Tan H, Liu X, Liu
J, Hu H, Wang L, Zhang J, Dai L, Chen Q, Pan X, Li H, Yu H, Guo W, Hong X. Cortactin Suppresses
mTOR-Dependent Senescence in Circulating Tumor Cells. Cancer Res. 2025 Dec 19. doi:
10.1158/0008-5472.CAN-25-1175. PMID: 41418100.

3. Wen Z#, Zhang Y#, Lin G#, Li X#, Xiao C, Xu S, Wang J, Cao S, Chen Y, Liu H, Luo X, Chen
Y, Tam PKH*, Pan X*. Profiling Cell-state Fingerprints Based on Deep Learning Model with Meta-
programs of Pan-cancer.Genomics Proteomics Bioinformatics (GPB).2025 Dec 2:qzafl123. doi:
10.1093/gpbjnl/qzaf123.PMID: 41329499 DOI: 10.1093/gpbinl/qzaf123 AK A7z #

4.Lin G#, Xu M#, Chen C#, Peng B#, Dong Z#, Zhou X, Gao J, Yu J, Jia B, Luo C, Hua R, Xiao C,
Mai L, Zhang Y, He Y, Song Y, Marjani SL, Luo X, Zhang W, Zhong M, Quan S, Weissman SM, Hong
X, Zhu H*, Tam PKH*, Pan X*. A medium throughput approach for single cell copy number variation
sequencing towards efficient application in clinics. Journal of Advanced Research, 2025 Nov
13:52090-1232(25)00881-1.DOI: 10.1016/j.jare.2025.11.005. PMID: 41241182. (associated with:
BioRxiv, April 02, 2024. doi: https://doi.org/10.1101/2024.04.01.587505) A {7zl AE &

5.Zhang Q, Li J, Huang H, Shang X, Ye Y, Zhang W, Lin P, Gong Y, Hoh Boon-Peng, Luo Q,
Yan T, Pan X, Stoneking M, Xu S, Xu X & Deng L. Multi-centric origins and gene flow shape the
diversity of B-thalassemia mutations in Southern East Asia. Nature Communications, 2025 Nov
20;16(1):10220. doi: 10.1038/s41467-025-65019-0.PMID: 41266352 PMCID: PMC12635081.

6.Zou H, Liang X, Luo M, Pan X, Jiang DK. Causal effects of immune cell phenotypes on the risk
of autoimmune liver diseases: a bidirectional two-sample Mendelian randomization study. Transl
Gastroenterol Hepatol, Transl Gastroenterol Hepatol.2025 Aug 19:10:68. doi: 10.21037/tgh-25-2.
eCollection 2025.PMID: 41216282 PMCID: PMC12596453.
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7. Zhang Y#, Lu Y#, Mai L#, Wen Z#, Dai M, Xu S, Lin X, Luo Y, Qiu Y, Chen Y, Dong Z,
Chen C, Meng W, Luo X, Lin G*, Tam PKH*, Pan X*. Dynamic heterogeneity towards drug resistance
in AML cells is primarily driven by epigenomic mechanism unveiled by multi-omics analysis. Journal
of Advanced Research 2025 May 21:S2090-1232(25)00358-3;
https://doi.org/10.1016/j.jare.2025.05.038) (IF 13) AKA7i#FHAE#

8. Su H#, Zhou X#, Lin G#, Luo C#, Meng W, Lv C, Chen Y, Wen Z, Li X, Wu Y, Xiao C, Yang
J, LuJ, Luo X, Hong X, Chen Y, Tam PKH*, Li C*, Sun H*, Pan X*. Deciphering the Oncogenic
Landscape of Hepatocytes through Integrated Single-Nucleus and Bulk RNA-Seq of Hepatocellular
Carcinoma. Adv Sci (Weinh), 2025 April 12, €2412944, doi:10.1002/advs.202412944. (IF 15.1) RAL
AR

9. Zhang H*; Pan X; Chen W*. Transcriptomics-driven exploration of genetic variation and peptide
discovery in the sea anemones Anthopleura midori and Actinia equina.Scientific Reports, 2025 Apr
8;15(1): 12061.DOI: 10.1038/s41598-025-96976-7

10. Huang Y*, Wang Q*, Zhou W*, Jiang Y*, He K*, Huang W, Feng Y, Wu H, Liu L, Pan
Y, Huang Y, Chen Z, Li W, Huang Y, Lin G, Zhang Y, Ren Y, Xu K, Yu Y, Peng Y, Pan X#, Pan S#,
Hu H#, Hu Y#. Prenatal p25-activated Cdk5 induces pituitary tumorigenesis through MCM?2
phosphorylation-mediated cell proliferation. Neoplasia. 2024 Nov; 57:101054. doi:
10.1016/j.ne0.2024.101054. PMID: 39366214 PMCID: PMC11489071 .38 /E#

11. Cen B*, Zhang J*, Pan X*, Xu Z, Li R, Chen C, Wang B, Li Z, Zhang G, Ji A#, Yuan
Y#. Stimuli-Responsive Peptide/siRNA Nanoparticles as a Radiation Sensitizer for Glioblastoma
Treatment by Co-Inhibiting RELA/P65 and EGFR. Intl J Nanomedicine. 2024 Nov 9. 2024(19): 11517-
11537. doi: 10.1021/acsnano.3c01452. PMID: 39539970 PMCID: PMC11559232 il ifl{E#

12. Jingyu Gao 1 2, Yongzhang Wu 2 3, Jieming Yu 2 4, Yinbin Qiu 2, Tiantian Yi 1 2,
Chaochao Luo 2, Junxiao Zhang 5, Gary Lu 6, Xu Li 7, Fu Xiong 8, Xuedong Wu# 1 2, Xinghua Pan#
1 23 9. Impact of genomic and epigenomic alterations of multigene on a multicancer pedigree. Cancer
Med. 2024 Jul;13(13):€7394. doi: 10.1002/cam4.7394. PMID: 38970307 PMCID: PMC11226725.
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Published by the Medical School of Ningbo University Press. 1998, Ningbo, Zhejiang province, China.
In Chinese.

89. WwEAE, BUEH, TRERE. B8 BMEEENES. BB EARB<E
0TS E N, T, 4ERT, XU, ISBN: 9787030666680, FF% it (Abx0) .
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% 2027-06-07; %1 MOP$11,917,000.005; 415t A\ PI: %] % TAM Paul Kwong Hang GE{EN
ZoETZ5%HHE) .

4. TR EME M ERE RS (BB ERIE) « 2T DEN 353/ WU R
[ 20 20 2 000 P AT U P - S8 P o (Y0 A B A 237 LR . 2024.1-2026.12; 2024A1515012181,
SR 15 75, WHEHERNHNTT N . Multi-Omics Sequencing Study on the Cellular and Molecular

Mechanisms of Malignant Progression in Chronic Liver Disease Based on a DEN-Induced Mouse Liver

Cancer Model.

KREMCELETHESE:

25



7% B 1, PanXinghua@must.edu.mo,Tel: 188-1678-9611 B 853-66892742(#1]), {5 ID: PanVictory

5. EZRHRPF ARG EOH - 5T S0 22 441 A B 78 5000 5 DR IS 30 60 JHHe A 400 7
PEFETTHLH]; 2021.1-2024.12; 32071452, 4% 57 Ji, %AEENFTT N Study on single
oncogene induced hepatocellular carcinoma for cellular heterogeneity and regulation based on integrated
single cell multiomics.

6. GRIINZEF LI ST HOE R A RS L EAG KB K G B ik 4iiE
ML 20 M 5 40 FRFAE: 2020.12-2023.11; SZBL2020090501003, £:%% 200 /3, #&EHENHITN.
Integrated Study of Cellular and Molecular Characteristics for Refractory and Recurrent Acute B-
Lymphocyte Leukemia in Children Using Single Cell Omics.

7. TTRABEN S R BRI AU GRS HE S R - T AN 2 A Pk IR s
KAER B FHLHIBEFT . 2020.1-2022.12; 2019B1515120033, %% 100 i, HEENT TN
Study on the Molecular Regulation of Thyroid Cancer Based on Single Cell Multiomics Sequencing.

8. WK HARFF G, BT RAMKT 2 4EH RS I S ERE I B s 40 sh & 5+
JoR P B L B MR AL R 9. 2018.1-2021.12; 81770173, £:9% 50 /5, #HEHENH TN, Onthe
dynamic cellular heterogeneity and clonal evolution of AML leukemia stem cells by integrated single-
cell multimics.

9. JUARAHANEMIEEIH . SESENE B M 40 B SR R KT RO B S R AN )T
HLHIBFFT. 2018.5-2022.4; 2018B030308004; £:%% 100 /i, HEE AN TTAN; Single-cell
epigenomic dynamics and molecular regulation of hematopoietic stem cells in acute myeloid leukemia.

10.  J7RBBRILAAHRIAR LGB BN URE . AL kS HELE Z AR BN CETE: F
FEEBE M)+ 2018.7-2023.6; WiHZ%5: 2017BTO1S131; £ A%0 2000 /5 GERENE
4 157 N, &% 100 /i) Project: Guangdong Province Pearl River Talent Program Local Innovation
Research Team: Innovative Team for Precision Medicine in Chronic Liver Disease.

1. E BRI B A BbLas 5 A4 e B R B B 0. 8 A% Ik 0 B0 3 2 A
Plas LAs SPIRITiE (H: #TRF EAaM); BHZ%S: 2018YFA0507800; HH: 2018.7-
2023.6; AWM 1720 5 GEEENTTAHR 100 /i, HPEZESLS 703 Jist) « Key Project
of the National Key R&D Program "Protein Machinery and Life Process Regulation": Screening of
Novel Protein Machinery and Biomarkers for Hereditary Blood Diseases.

12. FTBERRZEZRILIHE O RERKTFREERIH . @ERANASI# A2 -
FRLAR I FAZ R QIR AR B2 2 TR - 2016.9-2024.8. C1033267; 22 AR 300 5.

26



7% B 1, PanXinghua@must.edu.mo,Tel: 188-1678-9611 B 853-66892742(#1]), {5 ID: PanVictory

RN TN . Project Commissioned by Southern Medical University (form Guangdong High-
Level University Development Project as High-Level Talent Introduction Start-Up Fund): Innovation in
Single-Cell Research Core Technologies and Their Application in Biomedical Research.

13, JAREEYS E S (AR E AR AN R SE 6 ) i B LA
IR G B S FAERE RN R AR R TP IR ] . 2017.7-2021.12; 2017B030314150, £83%
100 /5. #EEHE N5 N, Construction Funding for the Guangdong Provincial Key Laboratory of
Biochip (the Guangdong Provincial Key Laboratory of Single-Cell Technology and Application):
Development of a Single-Cell Analysis Technology Platform and Its Application in Basic Research and
Clinical Practice.

14, JREW A RREE: 2 FAEYFESR. Hl: 2019.9-2023.6. 2L NTTA.
Guangdong Provincial Graduate Demonstration Course: Molecular Biology Experiments.

15. EFBHGEEREEDE , S0 5 %5 5 40 A 5 25 0F R A B R e prad o
Program of international S&T cooperation of National Ministry of Science and Technology,
No.2014DFA30450. Identification of specific markers and drug discovery for cancer stem cells by
single cell analysis. 2014.4-2017.4. Co-Investigator. =289 N 470 /35 B K (B E FRERHE
EIFLIIH - SRR BRI 7T T A0 An S 20T A, i B AR ERE K B E 15t

(A& AR 100 7370) -

16. BT 2014 SF51REE SR EGIH BT 115 BUH D |, #2014-02, 8B R HE A N H]
Y0 B P S e PR AR DS (K 04/1/2014 -3/31/2016 (4237 100 J570) &AM BV IEE K 3=
77 (PI). Application of Single-Cell Sequencing in Esophageal Cancer Samples for Screening
Tumor-Related Genes

17. JRARFAERIT T 214 51 300 G I A (g R A Be s AL RN ). B R
(il RIS WHAFIE R . & 1A% No. 20135028, 4% AR 1200 Ji; &N 3 NTFIHIHZ 1
—F I H %1957 A(2013-2018). Guangdong Provincial Science and Technology Department for
"Guangdong Province Introduced Innovation and Entrepreneurship Team" (Jinan University Biomedical
Translation Team): Research and Development of Clinical Diagnostic Reagents for Major Diseases.

18. RO1 MH100914-01A1. Genomic mosaicism in developing human brain. 01/01/14-12/31/18.
This is a part of PsychEMCODE project. i 4 7r H@itZ Ll i (Co-D o

27



7% B 1, PanXinghua@must.edu.mo,Tel: 188-1678-9611 B 853-66892742(#1]), {5 ID: PanVictory

19. NIH RO1DK100858,Cytokines and lineage choice in hematopoietic precursors, 09/15/2013 —
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